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Reshaping undruggable méﬁﬁ\brane-obligate ’rdirgets:
Al antigen design to drive antibody discovery and optimization
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MEMBRANE PROTEIN CHALLENGES MEMBRANE-OBLIGATE TARGET (MOT) ANTIGEN SOLUBILIZATION & PRODUCTION

Membrane proteins such as GPCRs and ion Wild-type MOT MOT soluble antigen
channels remain challenging therapeutic
discovery targets, primarily due to the absence of
soluble, native-like reagents for immunization and
screening with display-based discovery
technologies. Here we present an ML-guided
memlbrane protein solubllization pipeline and ifs
successtul application to antibody discovery and
opftimization.
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CASE STUDY 1: ML-GUIDED ANTIGEN SOLUBILIZATION FOR ION CHANNEL ANTIBODY DISCOVERY
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CASE STUDY 2: ML-GUIDED ANTIGEN SOLUBILIZATION FOR CLASS-A GPCR ANTIBODY OPTIMIZATION
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SUMMARY Parinering with Adimab

« Adimab’s ML-guided solubilization furns membrane-obligate targets into native-like soluble antigens Please reach out to our Business Development department at
bd@adimab.com.

The QR code on the right links to Adimalb posters and other resources.

* Discovery: solubilized ion channel protein increases antibody recovery in mice

« Optimization: solubilized CCRS5 matures existing IgG agonist lead
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