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Robust heavy chain - light chain pairing solutions for generating
clinical bi- and multispecific antibodies

Kyle Barlow, Heather Lynaugh, Beth Sharkey, Paul Widboom, Ross Connor, Emily Radke
Arvind Sivasubramanian

ADIMAB

AdimabiLLC,; / Lucent Drive, Lebanon NH 03766

Adimab’s discovery and optimization platform excels in identitying diverse, highly specific, and developable antibody panels. In addition to discovery, Adimab has
developed technology for assembling multispecific antibodies, leading to clinical development. Here we present the design and validation of orthogonal CH1-Ck
Intferfaces for correct heavy chain - light chain pairing.
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. Chain exchange allows for rapid production of large multispecific panels
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Delivery of >100 multispecifics with CH1-Ck mutations in transient CHO in the past two years
10 programs for 8 partners
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Heterodimerization mutations tested in five bispecific pairs

Each antibody pair tested in three consiructs
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Mass spec bispecific quantitation:
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Adimab partner NextPoint moves NPX372 into Phase |
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If you are interested in partnering with Adimalb, please reach out to our Business
Development depariment at bd@adimalb.com.

The QR code on the right links to Adimalb posters and other resources.
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